(+/-6 bp) (Runcie & Noor, 2009 ) 1,298,611 (+/-6 bp) Marginal support around these point estimates is shown in figure S4 . Figure S1 : The effect of filtering on mean chromosome-wide divergence between D. arizonae and (allopatric) D. mojavensis; the filtering thresholds used are shown as dashed lines. Top) Increasing minimum and maximum sequence coverage (DPlow and DPhigh) has almost no effect on the relative difference in gene divergence observed between colinear (grey=chromosome 4) and rearranged (black=chromosome 2) chromosomes. Bottom) Overfiltering for genotype quality (GQ) artifically reduces divergence.
• Table S6 ). The broad overlap, agrees with the model comparison results which finds no decrease in support for a model in which τ 0 is shared by all autosomes. 
